강의개요 

AI Agent System for Aging Research: 
From Literature Mining to Single-Cell Validation
 
How can we systematically bridge the gap between bulk-level aging phenomena documented in literature and underlying single-cell mechanisms? How can we accelerate aging research by automatically generating and validating hypotheses at unprecedented scale? Current aging research faces a critical bottleneck where extensive literature knowledge remains disconnected from rapidly growing single-cell datasets, limiting our ability to discover novel therapeutic targets and aging-resistant mechanisms.
This course introduces an integrated AI agent system that revolutionizes aging research through a three-stage workflow that systematically converts literature-documented phenomena into testable single-cell mechanistic hypotheses. Through live demonstrations, students will observe how the three integrated components seamlessly connect: Stage 1 (Aging Hypothesis Agent) mines 600,000+ literature papers to identify gaps and generate testable hypotheses, Stage 2 (High-performance single-cell data framework) provides automated access to 22 million single-cell aging atlas, and Stage 3 (Schypotest Agent) performs automated validation and statistical testing. The course focuses on demonstrating the complete end-to-end process that transforms aging research from months of manual work to minutes of automated discovery.




* The course includes the following topics:
 Overview of AI agent systems in biological research
 Stage 1: Aging Hypothesis Agent - Literature mining and gap identification
 Stage 2: High-performance single-cell data framework - Accessing large-scale aging atlases
 Stage 3: Schypotest Agent - Automated single-cell analysis and hypothesis testing
 Integration Demo: Complete 3-stage workflow from literature to validation

* Student Requirements:
 Laptop
 Basic knowledge of bioinformatics and single-cell analysis
 Interest in AI-driven research methodologies
